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(FZE] B® HITBE 2 A s 2 M7 (TRPM7) 78 b ZE R A0 i S 00 /N R4 B R 8 i fE . Ak
KN AN R HEAT RO 55,56 3 ~ 6 AA/N AU T 5550 . R A S e 9t A M £ AR X TRPM7 78 /) 3

A A B AT RE L. FEANMRE F2IE PN A 0.2 mg Mo ZE KA 40 B /N AN M 4 d, & E 5 5k 1x107°
1107l 1x107" mol/L, 3R Jf] Western blot 5461 411 s h TRPM7 Z& [ 16 41 g v ) 32 38 o 5 35 9% 04/ B2 40
43 R IE X IR siRNA #5 Yu 24 TRPM7-siRNAIT %% 4t 2 il TRPM7-siRNA2 % e 4 5k F] Western blot 25 1l 41
fitl st TRPM7 1 p-cofilin A8 X 25 [ 235 1t o KF 35 3% 10 41 i 43> 1E 5 % B . TRPM7-siRNA ¥4 e 21 Hh 5 K 48 &b
FHALFI TRPM7-siRNA % Yu + i ZEOR WAL, SR B 9 92 58 Sh B R 35 WL 5% 45 41 20 i v 20 M 8 32 25 (1 Phalloidin F1%h
FHBHEE A Vinculin (33K . B 15 5700 41 M0 43 8 1E 5 X BRZH M JE R AA AL BEZH (siRNA #5 YL 2f TRPM7-siRNA #%
Y2l TRPM7 it 7] 2-APB Ak P2 F1 405 25 55 & ) EGTA LbBRAL, SR F S 8 58 S B AR DI 2 45 28 40 il 79 45 55 +
PO, R TRPM7 EZE4rA T /N 40 Y 40 f B, TRPM7 28 [ AH X 22 35 18 Bl 25 Hb ZE K A 571 12 1)
ST 3% T R L AL IR A B R 22 BT ST R R L (F =4.210,P<0.05) ,1x107° mol/L Hb 5& K # 41 41 Jfi
TRPM7 R R X B BALT EW A, 2R ASIE X (P=0.011), 5 FE% X 4 F1 siRNA 5 Ju 2 L
%, TRPM7-siRNA1 4] Fl TRPM7-siRNA2 Z1 4l fifd ) TRPM7 2 [ # ) 32 35 i 3 B G B AIG , 22 S 9 A S i 24 L
(¥ P<0.05) , 5] ¥ 0 8% T A UL b ZE K B A0 B RN TRPM7-siRNA 55 e 21 41 i 28 i 0 20, IR RS AR K. A
J£ 9 I 1 I 7R M FE KA b AL /N R AN B S Tk g £F 4 B A BEAR 13 £, TRPM7-siRNA 5% Y 41 21 fild v 5K )
YA AR, 5 IEE X LA siRNA #5 YL 4] L4, 3 28 K 4 40 BE 40 it TRPM7-siRNA #5 3 41 40 Jitd P 45 2 1
PR AR 55, Western blot & U] i 7% , TRPM7-siRNA % Y 21 41 i 1 p-confilin & [ AH X} 32 35 = 81 @ X
siRNA #5421 (0. 31720. 031 vs. 0. 092£0.071) , £ B A G123 X (1=5.030,P=0.007) , £ EHEH
FERMME G T3 80N R 4 i TRPM7 & (1 235 & F 98, TRPM7 25 [ 98 w] R 4 o /)N 5% 40 e 1 2R 22 K
P A R T 200 L P 5 5 I 1) R IR T 2 5 e B8 KA 375 3 1) /N R A v 4 AR T
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[ Abstract] Objective To investigate the effects of transient receptor potential melastatin ( TRPM ) 7 on
dexamethasone ( Dex )-mediated cytoskeleton remodeling in human trabecular meshwork. Methods  Human
trabecular meshwork cells (HTMs) were primarily cultured and the cells of generation 3 to 6 were used in this study.
The expression of TRPM7 protein in the cells was located using immunofluorescence technology. Dex at the dose of
0.2 mg was added into culture medium for 4 days with the final concentration of 1x107° ,1x10™° and 1x107" mol/L,
respectively. Western blot assay was employed to detect the relative expression level of TRPM7 protein. Cultured cells
were divided into non-transfected group, siRNA transfected group, TRPM7-siRNA1 transfected group and TRPM7-
siRNA2 transfected group,and the expressions of TRPM7 protein and p-cofilin protein in the cells were assayed by
Western blot method. Cultured cells were divided into normal control group, Dex-treated group, siRNA transfected
group and TRPM7-siRNA transfected group, and the expression of phalloidin (a cytoskeletal protein) and Vinculin
(focal adhesion protein) was detected by immunofluorescence staining. In addition, cultured cells were divided into
normal control group, Dex-treated group,2-APB (a Ca™
(EGTA) (a calcium chelator) -treated group, TRPM7-siRNA transfected group and TRPM7-siRNA +Dex group, and

inhibitor) treated group, ethylene glycol tetraacetic acid
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the [ Ca®* ]i in the cells was observed by Fluo-3AM immunofluorescence staining. Western blot assay was used to
detect the expression of p-cofilin in the cells. Results TRPM7 was positively expressed on the cell membrane. The
relative expression of TRPM7 was gradually reduced with an increase of Dex dose (F=4.210,P<0.05) ,and the expression
of TRPM7 was significantly decreased in 1x 107> mol/L Dex group compared with the normal control group ( P<
0.05). Western blot assay revealed that the relative expression levels of TRPM7 in the TRPM7-siRNA1 and TRPM7-
siRNA2 group were significantly lower than those of non-siRNA transfected group and siRNA transfected group (all at
P<0.05). In the Dex-treated group and TRPM7-siRNA transfected group, the cells were enlarged in size with the
lessened processes in comparison with the normal control group. Immunofluorescence staining showed that the actin
fiber and vinculin increased in the Dex-treated group,and more spread but depolymerized actin fiber was seen in the
TRPM7-siRNA transfected group. Compared with the normal control group, the fluorescence intensity of [ Ca® i was
weak in the Dex-treated group and TRPM7-siRNA transfected group. The relative expression levels of p-confilin
protein was lower in the TRPM7-siRNA transfected group than that in the siRNA transfected group (0.317+0. 031 vs.
0.092+0.071) (¢=5.030,P=0.007).

HTMs. The downregulation of TRPM7 probably participates in Dex-induced cytoskeletal remodeling by causing the

Conclusions Dex induces the downregulation of TRPM7 expression in

depolymerization of actin cytoskeleton and reduction of [ Ca’" ]i in HTMs.
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Trabecular meshwork cells; Transient receptor potential; Dexamethasone; Human; Small

Fund program: Guangzhou Science and Technology Plan Project (2014A020212712)

HOREHZHRTEYA TS FRE, 5
KM IF A S R ( primary open angle glaucoma,
POAG) J&—F & WA JE IR 28 70, F 22 IR R T 3 2
EQEFUES S T4 SR f N O R e
/NG RN A5 2H 2T b5 K A0 T B R 1 AR, F R R R
T OGHR A /N 52 20 Ay B FUE 28 5 08 N B
2 A SCHRARE , wos /N 3R A0 T8 A AR B i e
AE 1 L S 4 A0 S5 8 23 2 B ARG B A e /N 2
W3 A2 14 s K M 7 A S RN R 4 M
RIS EE RN R WS & PGS 4 44Uk
KA F (connective tissue growth factor, CTGF) & H T
W= 4 4 & U (neuromedin U, NMU ) 52 i /)s 2 4
i B SR A, S BOUB IR B ok Ah i 2 B . SR 7R
P s 1 v /0N SR A 2R 0 A A 5 R B Y B PIL R v
RSEA W], HET OB ROOR S SO EOGIR U
b FE KA BT G IR Y 20 ML AT AS 123 3 A, SCHR BT
AR P18 3t FE KA BT G R B & S L TR S T A0 i A
JoHEFR I 5 2 /N G2 40 M 1) B 7K D ek T A5 R Y 22 R
HOR (A5 40 M AN BE AT B /K R ) A8 Ak, 5 2 5 i s K
A R 37 4K H A7 (transient receptor potential ,
TRP) il J J& — IR AZ i , BEXS 2R W 20 i J28 32 ) iz i )
PRI 27 0O S R AR o LR Sh i R AR TRP
9 R 43 A 28 A~ TRP j@j# , Horfr TRPM7 7 248 M &
EI D R EEAEM . HETE T TRPM7 541
YU A R B O R AT 9T B R A TR
TRPM7 55 1R /NGE A0 i f) 5C & fif W8 . BF 5T R B, /)
RN LBl A 2T 4 (22 ) B 23 2 Ah TR AS BE T
FRISZ ), RN, T 22 1 3R 6 RN SR 2 22 00 8 1 R IR Ak

PR o 7 A 40 i TRPM7 38 3H fgiE o 45 8¢
BRI C AR i 114 W TR VAL TR X R 5 4 v SR A A TR O
FATHEN TRPMT 7E /N SR 40 b A 2R AUVE T . AWFSR
rh DU FE KA 5 5 1 /) SR A0 R R AR Y
/N3 RNA (small interfering RNA |, siRNA ) ¥4 4t £
ARPFEEANNL h TRPM7 #4835, #8355 TRPM7 £E /N2 40
i 2 R A A P B RT RE A ML AR

1 M5

1.1 ke
L11 ZARIE /NS R g (40 i Ak ) Il T

%[ Science Cell 23], FIr Ay S50 B s A 40 i 24 2y 3 ~
6 fUiLCan i

1.1.2 F8u00 K UEs  DMEM {IObE 85 57 5k s 4= 1M
5 (3 [ Gibico A d]) ;s REA M ("M ERED A
) s R AP AR I S BT B TeG BLik (7076)
MRS S AL W B bR 30 1L F BT AR TG HLAR (7074 ) | Alexa-
Fluor 488 #3iC Ll 3 #i B PU 14 (4408 ) | Alexa-Fluor 555
PRic Il SE PR BT (4413) ARHT P-cofilin H1 58 B 4T {4
(3313) BR¥T cofilin £y fEHi 14 (3318) (£ E CST 4
Al); e fL TRPM7 558 B $T 1K (ab109438 ) | £y 41
Vinculin B 57 [ Pr & (ab129002) ( 35 E Abcam 2\ #] ) ;
ST TRPM7 BA 7 B P44 ( NBP2-12906 ) ( 3% [E Novus
Biologicals /3 7] ) ; Hoechst 33258 ( 7N 28 = KA\ #] ) ;
Fluo-3AM 31 FE K #8 (5 [H Sigma 24 F) 5 PR i £f M i
(EERSTAEYRHH A RA R ) . CO R FRHE (£ H
Shellab 23 7] ) 5 8] & AH 22 2585 ( H A Olympus 2 #])
LSM 510 Meta 306 479 4ifi 3 £ 8 B0 Be (18 [ Zeiss 2
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Al) 5 B0 AL (FEE Eppendorf 23 1)) 5 M3 Uk X ( 38 [E BIO-
RAD) ; Image Station 4000MM ( H A< NIKON #k = &
4t ) ; real-time RT-PCR 1% ( %% & Roche 72 #]);
NaNodrop2000 435656 i1 ( 35 & Thermo 2\ H) ) .

1.2 Jiik

1.2.1  Zuffn i3 e i ZE R AR B ARG/ 32
0 i S AR B B 10% i 2R 17 9 DMEM 8% 57 3% iF
FrHE 5%, S B AR/IN 40 i AR 4K 35 51 80% b f B R A7 4%
AW R 7R, ] PBS A2 52 Uk 41 L, 2% B 4 f 2% 1
MLYE LAY, W BR PBS, AT & 43 %8 0. 25% [ 25 1 -
0.02% EDTA & & ML 20 1 ml, '8 & 8 T WA
i ML A8 Ak, T B B A0 i 28 S 4 [al 44 T 46 Wi 4 A2
(5 s, B0 2200 W S P, i A 2% b T, W T O
6T 200 J 50 7%, 45 40 Ak VR A 4R 3 50 4 L 1000 v/ min
B0 5 min, 3 FIE W, PR IR R T A A M, i R
12 WL BG4 R 3] 25 em® B BE S50, B T 40 i 15
FEAA PR FE  BR H IR, R LS A i ) A KA . B
0.2 mg M ZEAKMA oK & B A, FH % 2% JiR 4 1
f) DMEM £ 3% SE9E 7 Be i, W E N 1x107° [ 1x107°
F1x107" mol/L, IE & Xt HE 41 40 g 855 37 3 o in A A [
Fe il ToK S, £ A ML B 55 95 4 d L B B i, SR
B 5 5 PGB A A M 7 45 21 40 i v TRPM7 ) 3R 3%
JoT B8 43 B 4% 22 BV U 18 72 10 min, PBS VL 3
WL S min, H LA 00 7E B 30 min, in AR BT
TRPM7 .55 B B f& (NBP2-12906,1 : 100) , [ 1 %t HR
i H PBS B —4i,4 C R K, PBS IEVE 3 K,
FEYR 5 min, fill A Alexa Flour 488 (1:200) 7% ¢ 41, %
T #EOEHEF 60 min, PBS JEPE 3 K, B IK 5 min, il A
Hoechst, Z i T #4607 H 5 min, PBS {3k 3 K, &K
5 min, HLHOGE K F B R, 900 BME T W5 E {7
4 ffl H TRPM7 () K3k

1.2.2 TRPM7-siRNA 563 /NG A0 B 5 95 1y /N i
YL 5 A TRPM7-siRNA1 %% YL 4] TRPM7-siRNA2 ¥4 4t
41 SIRNA 55 YL 41 FlIE 5 X0 B4, 2% 5% Ye 4 43 i B 2 A~
1.5 ml EP 45, 23 B A 145 wl F1 140 wl Opti-MEM ¢ i
THHEFE 3 TRPM7-siRNA1 I TRPM7-siRNA2 %% Y 4 43
Bl 2 A 4§ B A Lipofectamine RNAIMAX 5 pl #il
TRPM7-siRNA1/2 10 pl, siRNA %% Y 2 [7] 2 4~ 45 A
Lipofectamine RNAIMAX 5 pl I Ctl-siRNA 10 pl, 1F 5 X}
HREE AN S I Y iatR) , AR SRR R IR 2 JF /8 5 min, R
ARG I 5 R & 20 min, AR B A6 AL 55 57 R
/N R A0 L R A R VR RO TR A R L R
96 h, X JH Western blot 345 M & 2H 40 g & TRPM7 &
FIAH X 2% 36 i, W0 R OE A vk A 1L 20 1, DL i

TRPM7-siRNAFH0 Fr Beo AN SE50 T T siRNA 5 B
x1,

%1 siRNA BEEFE7

siRNA F Bt P (5°-37)

siRNA1 F:CGAAGACACUCAUGAAGUAATAT
R:dTdTGCUUCUGUGAGUACUUCAU

siRNA2 F:GGAUAGAGUUGCAUUUGUAdTAT

R:dTdTCCUAUCUCAACGUAAACAU
7E :siRNA . /N T4 RNA

1.2.3 Az 5 6 e ok il /N 22 41 i v Phalloidin 1
Vinculin ) 35 B MR TR W 3538 A B 3F
R IEE X IR ZH  TRPM7-siRNA2 % YL 25 | Ml € K A 4k 2
4 TRPM7-siRNA2 + i SE KN H W B B T 4% £
B FH 775 P [ 42 10 min, PBS 96 3 ¥k, 457K 5 min,
FH 5 548851 0. 1% Triton X-100 2 #i F 47 fL 5 min, PBS
PEVE 3 WK, RS ming, A LSBT S i3 3P4 30 min,
TRPMT-siRNA2 %% Yt 41 | M € K #3 1 i 40 fil TRPMT-
siIRNA2 + Ml ZE K Fi 2 I A S Hit Vinculin 555 F i {4
(1:100) , AT 20 H PBS /U —$1,4 C T FE o
7, PBS ik 3 Yk, B YR 5 min, i A Alexa Flour 488
(1:200) F PhalloidinCy3 #%¢ 5% — 4t , % i F #OLMF
60 min, PBS ¥ 3t 3 I, B IKS min, LA DAPL, % T ik
JEEE 5 min, PBS EYE 3 UK, BIK S min, HLoEOE K
B R, PO BB T WA IR,

1.2.4  Western blot ¥ £ Il 4 g h TRPM7 , p-Cofilin
Fil Cofilin FE MY R E A 11 24 W 24 A% 1E 5 0 R
ZHFIIX107 [ 1x107° [ 1x107° mol/L i ZE K #AVE 4,
siRNA #% Yu 20 Fil TRPM7-siRNA1/2 {E B 40, 32 B 4% 41
M, R BCA Y5 £ I 2 1 5T & ¥k )&, 47 SDS-PAGE
Hiyk , PVDF 545 B AR 1o FHDR 3 35 P (12 100) 35 ]
5 min, 3 5 0 A TRPM7 , #; & 1. Cofilin ( p-Cofilin ) F1
Cofilin( £ [E Abcam A &) —¥T, TAEHE R 1:500),
4 CHFHE IR . W H JH TBST ¥k 3 ¥k, &K 5 min, Jf]
IFEH R ZHE R N E 1 h, TBST B 3 K, &k
5 min, 32 {1 F Millipore #2564 , ] Kodak Image Station
4000MM ( 2 [ # 3k 25 & ) £l . TRPM7 Z& [ 4 i L
Tubulin Y & W 2, p-cofilin F cofilin & [ £ M LA
B-actinfE N 2, R M Tmage J JRAZ 73 B 4 I &
TRPM7 %E 5 . p-cofilin Fl cofilin & [ 3 5 K & {H,
TRPM7 25 [ A% 3635 it = 45 41 TRPM7 25 [ % 35 K
{EL/ Tubulin 35 JK FEAH ; p-cofilin 25 A X K ik f = %%
4 p-cofilin FE [ 23K JK E{H/ B-actin F ik K JEH .
1.2.5 g o 6k K I 40 i 40 it 5 wh 45 B 1 9K



- 262 - ARSI IR R4 75 2018 4F 4 H 45 36 %45 4 ] Chin J Exp Ophthalmol, April 2018, Vol. 36, No. 4

SRBE OB REFE 00 4 M A
T HOGHE R B
1 B AR L AT 85 R
siRNA %% Y 2 F1 TRPM7-
siRNA2 % YL 41 K5 5% 96 h,
M T K A TE B 6 B 41
AR 2H 1% 5% 4 d; TRPM7
PR 2-2 L LR R
IR (2-APB) iE %) B2

TRPM7

58 pm

Hoechst

50 pm

OB I e ok S| El1 TRPM7 &£ NBR/NBARARIZRE G (B =50 pm) /NN Y TRPM7 & 192 4656 (Ut

LM LMk R TR
(ethylene glycol tetraacetic acid, EGTA) 1F % % & 2H F0 4k
PREBE SR , o3 0 T8 B 3% 5 vh B8 inokE B 50 JH S min,
F Hanks Y% 3 K, % Fluo-3AM f§ DMEM # B h
LW 20 wmol/L, B F CO, B A h OLHEF 1 h,
Hanks {3 3 ¥, 2506 B0 T WA N 45 125 1 1)
PG L
1.3 Siteaorik

KM SPSS 17.0 Geit 2 BAF dE AT gLt et A0F
% H I 2t 4 AR 9 B BERL 2 Shapiro-Wilk K 35 4F 4 1E
O, LA wes Fom o SR B 40 4 2K P HE5R B3,
A [} 25 [) 41 g v TRPM7 25 13 AH X 3R 38 b ) 6 1R 22 5
FOACR FH B TR 3R U 22 43 B, 26 i) 9 9 1L 48R ] LSD-
K%, TRPM7 siRNA % YL 2H 5 siRNA #% 4L 24 [a] 4 ity
H p-cofilin A X 28 35 1 1 22 57 FUBOR T 7 RFEA
t K4 . P<0.05 NZEFA G E L,

2 #R

2.1 ASIEDGR) S ZE K MAE P4 40 i b TRPMT 3% 5K
TRPM7 B2 45 A5 F /N G2 40 B %) Jtd S i, 5t & £ 9%
36, 4N AZ PR I TRPM7 235 (& 1), 1x107 1x10°°
1x107° mol/L Hu ZEKAME FI 41 /N2 41 i vh TRPM7 K 1
S RN 0 i B A b KA 7] S (10 185 T i % T AT
TEH ST HRZH 2 1x1077 1x107° 1x107° mol/L Hb ZEKIAE
FHZH TRPM7 2356 18 K 3 (5 43 31 4 0. 347 £0. 303 ,0. 203 +
0.198 0. 068 +0. 051 F1 0. 043 £0. 022, 2 [ia] i 4 b 45 2%
SH G L (F=4.210,P=0.046) ; 5%} B4 b,
1x107" mol/L iy FE K ¥ 1 A ZH F1 1x10™° mol/L iy F€ K
FArE FIZH A0 b TRPM7 25 AR R 35 5 1Y 25 3 4 T 4
P25 L (1=0.726,P=0.488;:=2.006,P=0.080) ,1x
107" mol/L M ZEKAA 4L 41 il o TRPM7 2 [ 41 % % ik it
IR TIE# X A, R A it L (1=3.292,P=
0.011) (E2),
2.2 AJA] siRNA %5 3L 26 /N GE 40 i vh TRPM7 2B 4 363k

TRPM7 SRS ) | 40 ML 2 88 (056 ( Hoechst)

1 2 3 4 1 0.25
x % 0.20
= K
= = 0.15
2} =<
= = 0.10
£ ~
= a
f;’ é 0.05 ‘B
7 = 0.00

1 2 3 4

B2 Western blot RN ARAFNEHEKRRIEAANEHAREH
TRPM7 ZBEMFRIEZTL A A [ 500 o 4t FE K A8 15 T 28 /0> 32 40 il
o TRPM7 25 (1A A Uk B B 45 20/ R 40 i o TRPM7 A% 28 (1
FkmMEALLE F=4.210,P=0.046. 5 1F % X B4 L5, P<
0.05 (BRI FE I 2240 BT, LSD-t K 85, n=3) 1. IEF A B41;2:1x%
1077 mol/L Hb ZEKAME AL ;3 :1x10°° mol/L Hi S8 K WAE FH 4L ;4 : 1 x
107 mol/L M JERARFEFAAL  TRP: I3 I 32 {4k v 7

RN

B UMM YL 5 96 h, A AU R AT UL TRPM7-
sIRNA %% L 21 /)N G2 41 i it (4% W A8 K, 20 e 5% ke A8
SIRNA B b 25 /1N 5% 248 i i 14 52 48 80, 4 i 58 R e ([
3A,B),5 1x107° mol/L #b 2€ K #AVE I /N4 40 Jfd 4 d
JE R AL (B 3C, D) o IE# X B4 siRNA %% gt
40 \TRPM7-siRNA1 %% Yy 24 il TRPM7-siRNA2 #% YL 21
/NGEAH M T TRPM7 25 4l 8 3 5 B AR U o 55 (&1
3E), & 4140 i b TRPM7 2 1 A0 XF K35 & 20 5l b
0.494%0. 204 0. 406 £0. 050 0. 104 £0. 064 F1 0. 078 +
0. 047, 2H [H] S AA Lo 85 22 5 A e it 2= B L (F =9. 891,
P=0.005), 5 siRNA &% e 2] [, 1E % X B 41 20 A
o TRPM7 A X R IR BN 22 S RG it 2 m L (1=
-0.330,P=0.750) ,TRPM7-siRNA1 %% Yt 4[| 1 TRPM7-
sIRNA2 B4 e 20 241 Jid vp TRPM7 2 [ AH X 2 3k 62 B 2 [
R, 2R EGIT¥E X (1=-3.650,P=0.006;:=
-4.313,P=0.003) (& 3F),
2.3 R [F 40 M 4b FE 4 /N 22 40 M b Phalloidin
Vinculin 33k I 2 {7

WG AR R AT L IE X R 4H 40 i P Vinculin
1 5090, Phalloidin 5 21 (8,2, 4 434 T 4 i i .
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B3 [ siRNA # B /N3
4 B B 7S B 48 B R TRPM7
EAMWFRZE  A:siRNA g
JINGR 24 A AR T (B R =

TRPM7 [

dsn

Tubulin m @

‘0.8 100 um) B:TRPM7-siRNA #%
R0 e L/ 3 40 M O A K
f_ﬁé =100 wm)  C: Hiy 58 K #4 %
%0-4 R 2 /N S22 240 0 2 4 T (A
S 0. a R =100 pm) D 98K #a 4F
& @ R4 R R R (R
0.0 R =100 pm) E . Western blot

b FESENRY QA N S G

siRNA % YL 40 240 il vh TRPM7 28 [ 32 35 4% 5 3 3% , 1fii TRPM7-siRNA1
KUY 4 Fl TRPM7-siRNA2 % Yt 41 41 s o TRPM7 78 [ 25 3k 4% 45 0k
5 F: 4408 TRPMT7 2 (X RB e i F=9.891,
P=0.005. 5 1x107° mol/L siRNA % YL 4 [, #5," P<0. 05 (B [ 2 )7 25
SPATLSD-t KB ,n=3) 1o TE 4 X R 4152 siRNA 4% 4 41;3: TRPMT-
SiIRNAL # 4t 40 ;4 . TRPM7-siRNA2 #54t 40 TRP. [5G I 52 14 i £
TRPM7-siRNA2 5 4L 20 41 g v Vinculin I Phalloidin ¢
S5 P , HL R LA SR LT 4 A5 40 51x 107 mol/L
L FE KN 20 41 B P Vinculin F1 Phalloidin ¢ Y6 24 3% 5 |
(RN N EX T
TRPM7-siRNA2 + b € K 3
H 40 g 5 Vinculin  FlI
Phalloidin ¢G50 )5 B i 55 100 . ‘
F 1x10™ mol/L b ZE X 5
21, 40 B 2R e 4E R B AR H
(E4),
2.4 N[R) Ak B2 g0 My A
5 B IOt B AR b

100 pm 100 pm
==l [—|

BEEDOLEE R ER, B FRALBANRAREEASEFHEL
A siRNA 5 e 41/ 2 41
L9 40 M o B 8 T RSB HE B TRPM7-siRNA2
I 2L WL O 0 T OGRS L TEH
X BRI 45 B T4 0956 D 1x 107 mol/L 4
SR b T /N 20 M 40 L 5 P 55 80 02 D63 I L T 6 08 BRI OB 22~ AP A 2L/ R 4 e 4 L g

(Fluo-3AM, #5 R =100 wm)

TEH O B AN G 4 i Y
N AR A RS S )
P9, 1x107° mol/L M 2
KA b L ZH /N % 2 Y

Hoechst Vinculin Phalloidin

IEH X HRAL

50'wm 50 m 50 pm 50 pm "
— = = =

TRPM7-siRNA
Lyl

50 pm 50 wm 50 wm 50 pm
H— Sy Lo e - | L

1x107° mol/L

HuZEARHA

50 m 50 pm
— =

50 m 50 pm 50 wm 50 wm

TRPM7-siRNA+
HTERNAL

B4 FAREAAEA/NEMA P Vinculin 1 Phalloidin RiXEE T
(BRR =50 wm)  TE 5 4 BR ZH 240 10 A 48 5T P Vineulin 5228 65,3856
(Alexa Flour 488) , Phalloidin & £1 {5 5 5% ( Cy3) , 40 Jifd 4% 2 ¥ {0 96 ok
(Hoechst) ,TRPM7-siRNA2 % YL 2 il Jify H Vinculin F1 Phalloidin %¢ )55
BE R, 1x107° mol/L HuZE KA1 40 g+ Vinculin F Phalloidin €56
Fyd R, TRPM7-siRNA2 + 3l ZE K A5 21 40 g Vinculin £ Phalloidin %% )
SERPED] R 5 F 11070 mol/L Hu %€ K #4 41 Vinculin: 3 % B & 1
Phalloidin ; Y 25 ¥R Jik s TRP : [ 22 {4 437 5 siRNA . /N 42 RNA
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