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[ Abstract] Mpyopia has become a serious public health problem, but its pathogenesis is still unclear, and
effective interventions are relatively scarce. It is recognized that myopia is influenced by both genetic and
environmental factors,in which epigenetics may play a key role. Epigenetics refers to the changes in gene expression
and function that do not involve DNA sequence variation. Mainly including DNA methylation, non-coding RNA
(microRNA ,long non-coding RNA and circular RNA ,etc. ) , histone modification and mRNA modification , epigenetic
modifications interact to form a complex regulatory network in the pathophysiological process of myopia. By controlling
the process of scleral matrix remodeling, eye cell proliferation and retinal development, the morphological
characteristics of the eye are jointly regulated, ultimately affecting the onset and development of myopia. Epigenetics
has provided new targets of myopia intervention and has become a hotspot in the field. In this paper,we reviewed the
current findings of myopia epigenetics to provide a reference for related research.
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